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Proteomics/Protein ID
Visit MS facility website for appropriate sample preparation protocols

Taxonomy/tissue/organelle________________
Database Search and Verification (Max hours)______________
Protein Accession #__________   
Email Reference # and Protein Sequence to massspec@uts.cc.utexas.edu

Reduce□        Alkylate□       Digest□ if done, reagents

used:_____________________________________________________

1D Gel (attach gel image if needed) Direct MALDI        □
Run Gel    □ LC separation          □

Cut Spot   □ 2D LC separation    □

Protein/Peptide Analysis
Peptide MW determination  □ Protein MW determination  □   
Peptide MS/MS         □ Modification
Analysis_____________________________________________________   

Peptide
Sequence_____________________________________________________________________________________________

For non-routine analysis please contact Dr Mehdi Moini for discussion about analysis options
Email: mmoini@mail.utexas.edu; Tel: (512) 471-7344

Tape to Vial                            MS No 1000                Keep for your records         MS No 1000
Name:      
Phone:

For MS Facility use only
Date                    Operator             # units                 Results  

___ ___ ___ ___ Low Res ESI

___ ___ ___ ___ High Res ESI

___ ___ ___ ___ Low Res MALDI

___ ___ ___ ___ High Res MALDI

___ ___ ___ ___ HPLC

___ ___ ___ ___ 2D-LC 

___ ___ ___ ___ Protein ID

___ ___ ___ ___ Workup Steps

___ ___ ___ ___ Hours

Contact Information
Name__________________
Date: ___________   Time:______________  
Professor_________________________________
Phone #__________________________________
Email____________________________________

For Non Departmental Users

Department___________________________
Billing Account________________________
Billing Address________________________

Sample Information
Sample name/ID__________________   

Purified by: HPLC□  gel□  column□  IP□  crude□  other_______
Quantity______________pmol /µL   Total volume_______  
Quantitation method_________________________________
Storage:   Room Temp□       Refrigerator□       Frozen□
Solution□       Dry□
Health Hazard___________________   
Solvent components/concentration
(salts,buffers,additives,detergents,impurities):
_________________________________________________

Type of Sample Comments:

Intact Protein □
Protein ID □          
Peptide □          
Peptide modification □
Polymer □ 
Polynucleotide □ 
Other □     ____________________________

Type of Analysis

Low Resolution: MALDI □ ESI □

High Resolution MALDI □ ESI □

Does your sample require separation
none   □
SPE (ZipTip)   □
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Additional Comments:
_______________________________________________________________________
_______________________________________________________________________
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